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Supplementary 1. 

Differences in DNA methylation of the CXCL16 promoter in menstrual blood and endometrial tissue of endometriosis subjects (A) 
and controls subjects (B).
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Supplementary 2. 

Differences in CXCL16 mRNA expression in menstrual blood and endometrial tissue of endometriosis subjects (A) and control 
subjects (B).
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